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SE2l—HL, sCARICEFET IR VELEF ORI Oka #T1.768 (74bp), P-Oka #
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S, Okadf, P-OkaBHICEEFIFOEE T Ao/ Okadld gE, oB,
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Investigation of DNA Sequences on Glycoproteins in VZV Oka Vaecine and
Parental Oka Strains

Takahiro NIEZUMA

The Oka saccine strain, derived from a Japanese climical isolate (the parental Oka stmind of
vancella—zoster virus (VZV) throvgh tssee cultures, indvces immunily against VZY withoul
clinical manifestations. VZV glvcoproteins. which are expressed on the surface of the infected cells
and the virus itself, mdoce cellulor and humoral mmunity agamst VAV aller imfection. To
investigate the molecular basis of viral attenuation, we compared the DNA sequences o the gE. gB.
2H. 21, oC and 2L alveoproizing of the Oka vaceine and parental Oka strains. The DNA sequences
noeb, gBogpH, gl and gl of the Oka vaccoine stroin were completely consistent with those of the
parcntal strain. On the ether hand, the Oka vaceine strain contained 1.76 copics (74 bp) of the
tandem repeat sequences within 20, while the parental Oka strain contaimed (.76 copies (32 bpi.
In addition, one silent mutation in the Oka viccine strain was detected at the stop codon of ORFT4
(gl The difference in DNA sequences of gC between the two sirains may relaled 1o the
alteneated virmelence of the Oka vacome straim with the skin leswon. (Accepisd on August 5. 20900
Ketwerseed Ppaldaisle 2003 0 0 L3090 — f20, FHAG

Key Words D) Varicella zoster virus (2 Glycoprotein - (5) DNA sequence

I Oka vaccine strain
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Table 1. The DNA seguences of whe primers. . The upper
amd Iower primers wers indicated above and below
Iimes, respectively.

F3A2— (Lm)

BES F54w— (FH)
' -CACGTTACCCGAAAAGTCCCT-3
cE{zo 1} -
S ATCCGCCCCOAATTATATGACCGC -3
B -CACGGACCCTTAGACGGCATTTAT-37
BB R I o AGTGCCAG TGAAATATGACEE 3
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Boer 5 -TCCGAACCCCATCAATACCCOC-3'
5 CAAMAGAACTEGLECGCTAAAGATA-3"
EC {gpV) - :
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Glycaprotein B (ORF 310 (Fig. 2)
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: Thr Met
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Fip. 1. The mutations of gE. g] and gl were indicated with

a bold ype and undedined 0 the Oka vaccine and
parcntal Oha strains eebutive w0 Dumes s, The
numibers of genome wene shown shove the matations,
The amino acid sequences and 1he sequence numbess of
aminis seid were mndicated onder the mutations.  The
exons were between dodted lines.
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Glycoprowein 1 [ORF 67 (Fig. 1)
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b The sdenme er thymine wene meant by A o T above bold lines.
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